	CREAM Mass Spectrometry Facility 

	
	Request Form for Sample Analysis by Mass Spectrometry 
	

	Please be sure to acknowledge the CREAM (NSF/EPSCoR grant # EPS-0447479) on any of your publications using the facility and send us an electronic copy.

(e.g.  we thank for the support of the mass spectrometry facility of CREAM center funded by NSF/EPSCoR grant, # EPS-0447479)



	Contact:  Mrs. Xinmin Yin
	E-mail:  xinmin.yin@louisville.edu
	Tel:   502-852-1345
	Room:
	   SRB 335

	CREAM  Director:  Prof. Xiang Zhang, xiang.zhang@louisville.edu,  Tel: 502-852-8878
	 

	

	Name:*
	
	E-mail: *
	
	Date: *
	

	Dept.: *
	
	Tel:
	
	Room:
	

	Laboratory:
	
	P.I. *
	
	Speedtype: *
	

	 * required fields.

	(Please provide us as much information about your sample and its origin as possible. Please be free to attach additional sheets if necessary)

	Sample Name:
	
	Sample Code or #:
	

	Formula:
	
	Exact Mol Wt.
	
	Purity
	%
	MP
	oC
	BP
	oC

	Structure / sequence / other chemical / biological information (electronic structures as MOL file is strongly suggested)



	Solubility:
	 FORMCHECKBOX 
H2O
	 FORMCHECKBOX 
MeOH
	 FORMCHECKBOX 
 Acetone
	 FORMCHECKBOX 
 ACN
	 FORMCHECKBOX 
 MTBE
	 FORMCHECKBOX 
 Ether
	 FORMCHECKBOX 
 CH2Cl2
	 FORMCHECKBOX 
 C6H6
	 FORMCHECKBOX 
 Other
	

	
	Buffer:
	
	Maybe/unknown
	

	

	Stability:
	 FORMCHECKBOX 
 Temp:
	
	oC
	 FORMCHECKBOX 
 Acid:
	
	□ Base:
	

	
	 FORMCHECKBOX 
 H2O
	
	
	 FORMCHECKBOX 
Maybe/unknown
	
	
	
	

	

	Sample origin:
	 FORMCHECKBOX 
 Human
	
	 FORMCHECKBOX 
 Animal
	
	 FORMCHECKBOX 
 Environmental
	 FORMCHECKBOX 
 Other
	

	
	
	 FORMCHECKBOX 
 Cell
	
	 FORMCHECKBOX 
 Plasma
	
	 FORMCHECKBOX 
 Urine
	
	 FORMCHECKBOX 
 Tissue
	

	

	Storage:
	
	 FORMCHECKBOX 
 Ambient
	
	 FORMCHECKBOX 
 4oC
	
	 FORMCHECKBOX 
 -20oC
	
	 FORMCHECKBOX 
 -80oC
	

	

	Contain:
	 FORMCHECKBOX 
 Salt:
	
	 FORMCHECKBOX 
 Acid:
	
	 FORMCHECKBOX 
 Base:
	

	
	 FORMCHECKBOX 
 Solvent:
	
	 FORMCHECKBOX 
 Buffer:
	

	

	Concentration and solvent (if known):
	
	Maybe/unknown
	

	

	Precautions for handling sample (toxicity, biological effect, control substances, etc.) (no radioactive sample acceptable):

	

	

	


Instrument Used:
 FORMCHECKBOX 
LTQ-FT MS

 FORMCHECKBOX 
GC/GC-MS

 FORMCHECKBOX 
 GC-MS (LCQ)
 FORMCHECKBOX 
 ICP-MS


 FORMCHECKBOX 
 Laser Ablation
 FORMCHECKBOX 
 Isolink DeltaV
 FORMCHECKBOX 
CEM µW

Other details: (e.g. Method of sample preparation, LC column / mobile phase or GC/MS conditions, ion mode etc):
	Authorization: (P.I.) 
	
	(Signature)
	
	Date: 


CREAM Service Charge (updated in March 2022)
[image: image1.emf] Molecules  Sample processing (per sample)*  Platforms  Cost (per sample)  

Untargeted  Metabolomics  SCFAs   GC - MS  $100.00  

Polar Metabolites   GCxGC - MS  $17 0.00  

Polar Metabolites   Parallel 2DLC - MS (RPC and  HILIC)  $20 0.00  

Lipids   Comprehensive HILIC x LC - MS (collecting 5 fractions  from the first dimension LC)  $280.00  

Bile Acids  $ 8 0.00  LC - MS  $100.00  

Nucleosides  $ 8 0 .00  LC - MS  $100.00  

Targeted metabolomics  SCFAs   GC - MS  $100 .00  

Calibration curve  **  $5 00.00   

LCFAs  $ 8 0 .00  LC - MS  $100.00   

Calibration curve  **  $500.00   

Oxylipins  $ 8 0 .00  LC - MS  $100.00   

Calibration curve  **  $500.00   

Bile Acids  $ 8 0.00  LC - MS  $100.00   

Calibration curve  * *  $500.00  

Nucleosides  $ 8 0.00  LC - MS    $100.00  

Calibration curve  * *  $500.00  

Other Molecules  quote  LC - MS  $100.00   

Calibration curve  * *  $500.00  

Stable Isotope  Resolved  Metabolomics      Polar Metabolites   Parallel 2DLC - MS (RPC and HILIC)  $20 0.00  

Epitranscriptomics  RNA  Oligonucleotide s  $100  LC - MS, LC - MS/MS  $100.00  

Nucleosides  $150  LC - MS, LC - MS/MS  $100.00  

 


