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Liquid chromatography-Mass spectrometry based lipidomics study

Abstract

[bookmark: _GoBack]As lipid plays a vital role in cellular barrier, signal conduction, substance transport and energy transport, it has important biological significance.[1] Lipidomics provides detailed characterization of lipids and is extensively used in biomarker discovery, mechanism studies of cardiovascular disease,[2] diabetes,[3] cancer, alzheimer’s disease.[4] Due to the enormous sample complexity and wide variety of physical properties that different classes of lipids possess, the analysis of them in biological tissues and fluids remains a challenge.[5] Direct infusion MS-based shotgun lipidomics is widely used technology. Mass spectrometry (MS) is usually hyphenated to chromatographic separation to reduce the analyte complexity at the detection moment. [5] Pseudotargeted 2DLC-MS method can be used for the simultaneous coverage of metabolome and lipidome and later applied to investigate differential metabolites and lipids in biological samples.
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