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Characterization of Modified RNA by LC-MS/MS 

Epitranscriptomics is the study of RNA modifications in an epitranscriptome, a collection of all RNAs in a biological sample. RNA modification is regulated by 

specific modifying enzymes and the modification process is dynamic and reversible.1 RNA modification acts as a critical regulator in cell biology, including 

generation, transportation, function, and metabolization. With the help of advanced high-throughput technologies, more than 170 types of RNA modifications have 

been discovered, and the biological functions of these modifications are getting increased attention in the studies of human diseases. Currently, liquid 

chromatography-tandem mass spectrometry (LC-MS/MS) is considered a gold standard in RNA modification research, and different analysis methods have been 

developed and applied to biological studies. In this presentation, I will introduce three different LC-MS/MS-based methods for the analysis of RNA modification at 

three levels: nucleoside, oligonucleotide, and intact RNA.2–4 Each of these methods can achieve different goals in epitranscriptmics, and I will discuss the pros and 

cons of each method in my presentation. 
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