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FASEB Scientific Research Conference on Molecular Pathogenesis:
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Genetic Reference Populations as Tools for Modeling Host/Pathogen Interactions.
Snomass, CO. July 9-14, 2017

The University of Colorado Department of Microbiology and Immunology
Graduate Student Invited Speaker. Using Quantitative Genetics to Study the
Host Response to Viral Infection. Aurora, CO. June 2, 2016.

The University of Chicago Department of Microbiology Department Seminar
Series. Bugs in the System: Using Genetic Reference Populations to Study
Virus/Host Interactions. Chicago, IL. May 25, 2016.

The Veterinary Sciences Seminar Series. Bent Out of SHAPE: The Role of
Coding and Non-Coding Determinants in Alphavirus Pathogenesis. The University
of Kentucky, April 7, 2016

NIH-Fiocruz Arbovirus Seminar: Global Health Challenges and Collaborative
Opportunities in Arbovirus Research. Novel Mouse Models for Studying
Chikungunya Virus Pathogenesis. Manaus, Amazona, Brazil. November 30-
December 2, 2015.

The University of Pennsylvania Department of Microbiology Seminar Series.
Embracing Complexity: Using Complex Trait Genetics to Study Pathogen-Host
Interactions. November 4%, 2015

Wake Forest University School of Medicine Department of Microbiology and
Immunology: Viral and Host Determinants of Chikungunya Virus Pathogenesis.
April 30", 2015

Meeting on Alphaviruses as Mucosal Adjuvants When Delivered by
Parenteral Administration. Interactions with the Innate Immune System, The Bill
and Melinda Gates Foundation, July 6", 2015

Gaps and Opportunities in Chikungunya Virus Research: Expert Consultation
on Chikungunya Disease in the Americas. Novel Mouse Models of Chikungunya
Virus Pathogenesis. NIAID. June 30-July 2, 2015

ASM Biodefense Conference, Chikungunya Virus: Viral and Host Determinants
of Pathogenesis. Washington D.C. Feb. 10-13, 2014

Pasteur Institute Center for Immunology. Complex Trait Genetics of the Host
Response to Emerging Pathogens. Paris, France. July 11, 2014

Complex Trait Meeting. Systems Genetics of Influenza Infectious Disease.
Berlin, Germany. May 19-22. 2014

GlaxoSmithKline (GSK) Research Talk. Embracing Complexity: Using the
Collaborative Cross to Model Virus/Host Interactions. May 9, 2014
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University of Pittsburgh Molecular Virology and Microbiology Retreat. Using
Quantitative Genetics to Study Viral Pathogenesis, April 28, 2014

Gordon Research Conference on Acute Respiratory Infections. Systems
Genetics and Influenza Pathogenesis, Renaissance Tuscany, Il Ciocco Resort,
Lucca, Italy. February 23-28, 2014

American Society for Virology Annual Meeting Plenary Talk. Systems
Genetics Approaches for Studying Viral Pathogenesis, Penn State University,
State College, PA. July 24, 2013

Gordon Research Conference on Infections of the Nervous System.
Alphavirus Determinants of Neurovirulence. The Chinese University of Hong
Kong. July 9, 2013

Laboratory of Viral Diseases: National Institutes of Health/National Institute
of Allergy and Infectious Diseases (NIH/NIAID). Using Systems Genetics to
Gain Insights into Respiratory Virus Pathogenesis, March 20, 2013

Gordon Research Conference on Tropical Infectious Diseases: The
Pathogenesis of Chikungunya virus, Galveston, TX. February 10-15, 2013

ICACC Meeting. American Society for Microbiology. Therapeutics for
Chikungunya Virus, San Francisco, CA. September 10, 2012

Duke University Department of Immunology. Using Systems Genetics to Study
Virus-Induced Inflammatory Disease within the Lung. April 10, 2012

Keystone Symposium. Viral Immunity and Host Gene Influence. Systems
Genetics and Regulation of Virus-Induced Inflammatory Responses. Keystone
CO. March 21-26, 2012.

Washington University in St. Louis. Systems Genetics Approaches for
Studying Virus-Host Interactions. December 12, 2011

Boston University Department of Microbiology and Immunology. Boston,
MA. March 21, 2011. Bugs in the System: Using Systems Genetics to Study Viral
pathogenesis.

The Positive Strand RNA Virus Meeting, Atlanta, GA. May, 17-21, 2010. Host
Inflammatory Responses Play a Key Role in the Pathogenesis Of Alphavirus-
Induced Arthritis/Myositis

American Society for Microbiology Meeting on Biodefense, Baltimore,
Maryland, Feb. 21-24, 2010. The Role of Innate Immunity in the Pathogenesis of
Alphavirus-Induced Arthritis: New Interactions with Old Pathways

Other Presentations and Scientific OQutreach (Since 2015)
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NAIAD Functional Genomics Programmatic Meeting. Isle of Palms, South
Carolina. April 24-25, 2017. Platform technologies for analyzing novel viral ORFs
and non-coding RNAs.

Systems Biology U19 Annual Meeting. NIAID. Rockville, MD. December 14-15,
2016. Project 2 Summary

This Week in Virology Podcast (Focus on UNC Virology Community).
September, 2016.

Systems Biology U19 Annual Meeting. NIAID. Rockville, MD. March 2-3, 2016.
UNC U19 Overview and Project 2 Summary

Virology in Progress: Special Session on Zika Virus and Chikungunya Virus
in the Americas. Chikungunya virus in the Americas. February, 2016. UNC
Chapel Hill

Pediatric Grand Rounds. Experimental Systems for Studying Influenza Disease.
UNC Chapel Hill. October 27, 2015

Systems Biology U19 Annual Meeting. NIAID. Rockville, MD. April 1-2, 2015.
Influenza Project Summary

UNC Infectious Disease Fellows Lecture. Chikungunya Virus. UNC Chapel Hill.
January, 2015

Patents

Patent No: US 6,982,087 B2 Vectors Derived from South African Arbovirus No.
86. Inventors: Robert E. Johnston, Mark T. Heise, and Dennis Simpson. Issued
Jan. 3, 2006.

Teaching record

Course Director
Micro 640: Viral Pathogenesis, Course Director (Spring, 2008-14)
10 student contact lectures (1 hr 20 min each)
Coordinated 19 additional lectures by participating faculty

Lectures

Medical School Courses
15t Year Genetics Discussion Leader (1-3 hrs) Fall 2005-2014

15t Year Medical Student Intro to Viral Pathogenesis (1 hr) Spring 2006-2007

Graduate School Courses
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Micro 640: Viral Pathogenesis, 3 student contact lectures (1 hr 20 min each)
(Spring 2015-Present)

Micro 630: Virology, 1 student contact lecture (1 hr) Fall 2015-Present
EPID 751: Emerging & Re-Emerging Infectious Dis. (1 hr) Fall, 2009-present

BBSP 901 Seminar in Biological and Biomedical Sciences (2011-2014)
15t Year Graduate Student Group Leader. 1.5 hours/week

BBSP 901: Seminar in Biological and Biomedical Sciences (2008-2010
Academic Year) 1%t Year Graduate Student Assistant Group
Leader. 1.5 hours/ week.

Micro 140: Microbial Pathogenesis, Virology Section Head
(Spring Semester, 2005-2006)
8 lectures (1 hr each)

Micro 140: Microbial Pathogenesis (Spring 2001-2004)
2 lectures (1 hr each)

Mentoring/Graduate Training:

Postdoctoral Fellows/M.D. Fellows
Sanjay Sarkar, Ph.D. March, 2017 — Present

Ken Plante, Ph.D. October, 2013-Jan. 2017
Current Position: Manager, The World Reference Center for
Emerging Viruses and Arboviruses

Clayton Morrison, Ph.D. January, 2013-July 2016
Current Position: Assistant Professor of Biology. Mount Olive College.

Adam Cockrell, Ph.D. October, 2011- Nov. 2016
Co-mentored with Dr. Ralph Baric
Current Position: Research Associate, The Department of Epidemiology,
The Gillings School of Public Health

Charles McGee, Ph.D. August 2010-June 2013.
Current Position: Virology Core Director, Duke University

Martin Ferris, Ph.D. Jan. 2008-March 2013
Current Position: Research Assistant Professor in the Department of
Genetics. The University of North Carolina at Chapel Hill

Kristin M. Long, Ph.D. Jan. 2007-August 20009.
16
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Current Position: Biosafety Director North Carolina State Surveillance Labs

Thomas Morrison, Ph.D. May, 2003-March 2009.
Current Position: Associate Prof. of Microbiology, University of Colorado
Health and Sciences Center, Aurora, CO

Cornelius “Kees” Van Dam, M.D. July, 2005-June 2008
Current Position: Staff Physician in Infectious Diseases and Internal
Medicine, Moses Cone Health System, Greensboro, NC.

Graduate Students
Brea Hampton 2017-Present (Curriculum in Genetics and

Molecular Biology [GMB] Student Co-Mentored
with Dr. Marty Ferris)

Emily Madden 2016-Present (Microbiology and Immunology)
Kelsey Noll 2015-Present (Microbiology and Immunology
Student Co-Mentored with Dr. Marty Ferris)
Paul Maurizio, Ph.D. 2013-2017 Postdoctoral Fellow
Mark Heise (Temporary)
UNC Chapel Hill
Jennifer McGraw 2013-2017 Postdoctoral Fellow

Seema Lakdawala
The University of Pittsburgh

Kayla Peck, Ph.D. 2013-2016 Postdoctoral Fellow
Dr. Adam Lauring
The University of Michigan

Allison Totura, Ph.D. 2008-2015 Research Biologist
Oak Ridge Institute for Science
and Education. USAMRIID

Lauren Neighbours, Ph.D. 2009-2013 Postdoctoral Fellow
Rho Incorporated

Bronwyn Gunn, Ph.D. 2008-2013 Postdoctoral Fellow
Dr. Galit Alter
Harvard University

Amy Wollish, Ph.D. 2007-2012 Associate Medical Writer
(Biostatistics) PPD Inc.
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Alina Lotstein, M.S.

Jason Simmons, M.D./Ph.D.

Catherine Cruz, Ph.D.

Reed Shabman, Ph.D.

Mehul Suthar, Ph.D.

Undergraduate Trainees
Quique Toloza

Nikki Curnes

Clancy Mullan

Jim Ruble

Ivette Tapia

Ejiofor Ezekwe

Grace Wheeler
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2008-2011 Masters Degree
Scientist
Kiyatec Corp.

2006-2010 Infectious Disease Fellow
University of Washington in Seattle

2005-2010 Technical Development Scientist

Genentech Corp.

2003-2008 Lead Scientist, Virology
American Type Culture Collection

(ATCC)

2002-2007 Assistant Professor

Emory Vaccine Center

Emory University

Spring 2014-2017

Fall 2012-Spring 2014

Summer 2012-December, 2013
SURE Program: Summer 2009
SURE Program: Summer 2008
SURE Program: Summer 2007
SURE Program: Summer 2006

Dissertation Committees (Since 2010)

Derek Carbaugh
Adelaide Tovar
Vicki Madigan
Emily Gallichotte
Luke Laudermilk
Michele Engle

Anne Beale

Heather Vincent

Kyle Arend

Katrina Kutchko
Giridhar Murlidharan
Daniel Anacker
Thatsanee Saladyanant
Ben Ziehr

Megan Meyer

Farah Aliya

Kizzmekia Corbett

Microbiology and Immunology
Genetics/Mol Biol (GMB)
Genetics/Mol Biol (GMB)
Microbiology and Immunology
Genetics/Mol Biol (GMB)
Genetics/Mol Biol (GMB)

Microbiology and Immunology
Microbiology and Immunology
Microbiology and Immunology
Bioinfo. & Comp. Bio. (BCB)
Genetics/Mol Biol (GMB)
Microbiology and Immunology
Oral Biology Graduate Program
Microbiology and Immunology
Microbiology and Immunology
Department of Microbiology,
North Carolina State University.
Outside Committee Member
Microbiology and Immunology
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2017-Present
2017-Present
2016-Present
2014-Present
2014-Present
2014-Present

2014-Present
2014-Present
2013-2017
2015-2017
2013-2016
2013-2016
2013-2015
2013-2015
2013-2015
2012-2015

2012-2014
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Kari Debbink Microbiology and Immunology  2012-2014
Justin Calloway Microbiology and Immunology  2011-2014
Syad Muaz Khalil Microbiology and Immunology  2010-2014
Christa Sturdevant Microbiology and Immunology  2011-2013

Angela Mitchell

Microbiology and Immunology ~ 2010-2013

Faculty Mentoring

Lisa Gralinski, Ph.D., Mentoring Committee (Dept. of Epidemiology), Gillings

School of Public Health, 2017-Present

Tim Sheahan, Ph.D., Mentoring Committee (Dept. of Epidemiology), Gillings

School of Public Health, 2016-Present

Martin Ferris, Ph.D.,  Mentoring Committee (Dept. of Genetics) 2013-Present

Samir Kelada, Ph.D., Mentoring Committee (Dept. of Genetics) 2014-Present

Amy Sims, Ph.D., Mentoring Committee (Dept. of Epidemiology, Gillings

Jason Whitmire,

Grants
Current:

National Institutes
Funding Agency:
Project Title:

Role on Project
Project Period:
National Institutes
Funding Agency:
Project Title:

Role on Project:
Project Period:
National Institutes

Funding Agency:
Project Title:

School of Public Health, 2011-Present

Ph.D., Mentoring Committee (Dept. of Genetics) 2010-2014

of Health Research Grant: U19 Al100625 (MPI:Heise/Baric)
National Institute of Allergy and Infectious Diseases

Systems Immunogenetics of Biodefense Pathogens in the
Collaborative Cross

Program Director (MPI with Ralph Baric) (7.5% effort)

Project 2 Principal Investigator (20% effort)

09/01/12-8/31/22

of Health Research Grant: U19 Al 107810-01 (PI: Baric)
National Institutes of Allergy and Infectious Diseases
Characterization of Novel Genes Encodes by RNA and DNA
Viruses

Core Leader, Core B. Expression, Biochemistry, and Immune
Reagent Core (10% Effort)

06/21/13-05/31/18

of Health Research Grant: U19 Al 109680 (PI: Whitley)
National Institutes of Allergy and Infectious Diseases
Antiviral Drug Discovery and Development Center
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Role on Project: Co-Investigator (Project 2) 10% effort
Project Period: 03/01/14-02/28/19

National Institutes of Health Research Grant: U19 Al 109761 (PI: Lipkin)
Funding Agency:  National Institutes of Allergy and Infectious Diseases

Project Title: Center for Research in Diagnostics and Discovery
Role on Project: Co-Investigator (Project 1) 10% effort
Project Period: 03/01/14-02/28/19

National Institutes of Health Research Grant: R21 A1119933
Funding Agency:  National Institute of Allergy and Infectious Diseases

Project Title: Host Genetic Control of Chikungunya Virus-Induced Arthritis
Role on Project: Principal Investigator 10% effort
Project Period: 02/15/16-02/14/18

National Institutes of Health Training Grant: T32Al007419-25
Funding Agency:  National Institute of Allergy and Infectious Diseases

Project Title: Molecular Biology of Viral Diseases Predoctoral Training Grant
Role on Project: Principal Investigator (Since 2016)
Project Period: 09/01/13-08/31/18

Completed: Since 2015

National Institutes of Health Research Grant: RO1 AI095500-02 (PI: Cherry)
Funding Agency:  National Institutes of Allergy and Infectious Diseases

Project Title: Dissecting the alphavirus entry receptor NRAMP
Role on Project: Consortium PI1 (10% effort)
Project Period: 07/01/12-06/30/16

NIAID Animal Models of Infectious Diseases-Task Order A57-Contract
HHSN272201000019I (Palese, P. PI; Consortium PI-Baric)
Funding Agency:  National Institute of Allergy and Infectious Diseases

Project Title: MERS-CoV Mouse Model for Vaccine and Therapeutic
Testing

Role on Project: Co-Investigator, 5% effort base period and options

Project Period: 10/01/13-03/31/15

Department of Homeland Security: JCVI-12-010 (PIl: Wentworth)

Funding Agency: Department of Homeland Security

Project Title: Development of a procedure to support the transfer of viral
cDNA generated in a BSL-3/4 laboratory to BSL-2 laboratory
for genomic analysis.

Role on Project: Consortium Principal Investigator (5% effort)

Project Period: 09/09/13-09/09/15 (No Cost extension until 03/31/16)

Professional Service

To Discipline
Editorial Board

20



Heise, May 15, 2017

Virology (2013-Present)
PLoS Pathogens (2011-Present)
Journal of Virology (2006-Present)

Reviewer (Ad Hoc):

Journal of Virology

PLoS Pathogens

PLoS One

Virology

Journal of Infectious Diseases
Scandinavian Journal of Rheumatology
Vaccine

Virus Research

Archives of Virology

Microbes and Infection

PNAS

Journal of Clinical Investigation
PLoS Neglected Tropical Diseases
Arthritis and Rheumatism

Cell

Nature

Nature Microbiology

Journal of Experimental Medicine

Professional Memberships
Consortium for Functional Glycomics (2007-Present)

American Society for Virology (2002-Present)
American Society for Microbiology (2000-Present)

Conference Organization (Since 2010)

Discussion Leader, Infections of the Nervous System Gordon Conference,
Chinese University of Hong Kong, Hong Kong, July 9, 2013

Discussion Leader, Viruses and Cells Gordon Conference, Il Ciocco Resort,
Tuscany, Italy. May 9, 2013

Member: American Society for Virology, Program Committee, 2012-2015
Arbovirus Workshop Planning Committee (Sept. 15-16, 2011) NIAID

Member: American Society for Virology, Education and Career
Development committee (8-1-2008 to 7-31-2011)

Extramural Reviewer (Since 2010)

Member: Virology B Study Section (VirB) Oct. 2017-Present
21



Heise, May 15, 2017

NIH Ad Hoc Reviewer: ZAl1 LG-M (M3)
May, 3-4, 2017
NIH Ad Hoc Reviewer: 2015/10 ZAI1 BLG-M (S3) 1
June, 2015
January, 2016
NIH Ad Hoc Reviewer: Virology B Study Section (VirB).
October, 2016
June, 2013
Feb. 2010
NIH Ad Hoc Reviewer: Vaccines Against Microbial Diseases (VMD)
study section
Nov. 2014
Oct. 2012
Feb. 2-3, 2012

NIH Ad Hoc Reviewer: (ZRG1 IDM-L (55) Study Section, May 2010

Other Service

Mouse International Phenotyping Committee (IMPC) Outside Evaluating
Panel. May, 2017

Within UNC-Chapel Hill (Since 2010)

UNC Office of Postdoctoral Affairs Faculty Advisor 2013-Present
UNC School of Medicine Associate Professor Tenure and Promotion
Committee 2013-2017

Committee Chair: 2016-2017

UNC High Containment Laboratory Advisory Board 2012-Present
Committee Chair: 2017-Present

UNC Animal Histology Core Advisory Committee 2015-Present
UNC Virology Training Grant Executive Committee 2011-Present

Initiative for Maximizing Student Diversity (IMSD) Program Advisory
Panel. UNC-CH. 2009 — Present

UNC Center for Aids Research (CFAR) Immunology Core Advisory
Committee 2005-Present

UNC Department of Genetics Faculty Advisory Committee. 2009-2016

UNC Department of Microbiology and Immunology Graduate Program
Advisory Committee. 2009-2013
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UNC Curriculum in Genetics and Molecular Biology Graduate Program
Executive Committee. 2009-2013

BBSP Graduate Admission Committee. UNC-CH. 2008-2010
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