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Research Activities 
Dr. Brock’s research interests include statistical genetics and the 
analysis of microarray data.  He is also interested in developing 
methods for handling proteomic data. 
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Title: Molecular Determinants of Developmental Defects 
Funding Agency: NIH/NCRR 
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Role: Statistical Consultant 
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Role: Co-Investigator 
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Role: Co-Investigator 
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Development 
Funding Agency: NIH 
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Role: Co-Investigator, 
Biostatistician 
Title: A Pharmacogenetic 
Approach to Prostate Cancer 
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Cancer Institute, NIH 
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